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SUPERVISING ACTIVITIES

One postdoc (contract ended 2011), seven PhD students (main supervisor of two; one
ongoing, one finished 2011), seventeen MSc students (main supervisor of fourteen; eleven
finished, four ongoing), one Erasmus student. Internal supervisor for one PhD thesis
(finished 2008) and two MSc thesis.

SCIENTIFIC PRESENTATIONS

Thirteen scientific talks at international conferences, research institutes and universities.
Thirteen scientific talks at domestic conferences, research institutes and universities.

More than 40 poster presentations at international and domestic conferences and
workshops.

PEER REVIEW
Reviewer for: PLoS One, Microbiology, Journal of Applied Microbiology, Nucleic Acids
Research, Research in Microbiology, Infection Genetics and Evolution

THESIS EVALUATION WORK
Eight PhD candidate evaluation committees (One in the Netherlands, seven domestic)
Four MSc thesis evaluations

MAJOR PROJECT GRANTS

FUGE Il Channel lll grant, 2007-2011 (4 years, Norwegian Research Council)

White paper, NIH grant, 2005-2008 (co-author, National Institutes of Health, USA).
Collaborator with The Institute for Genomic Research (TIGR), USA (contributor)

Project grant from the National Science Foundation (NSF), USA. Collaborator with The
Institute for Genomic Research (TIGR), USA (contributor)

FUGE technology platform grant (CAMST), 2001-2006 (5 years, Norwegian Research Council
(contributor))

Strategic University Programme grant (SUP), 2000-2005 (5 years, Norwegian Research
Council (contributor)

OTHER GRANTS

Personal postdoc grant (2 yrs, Norwegian Research Council), Conference support grants
(NFR).

Grants for running expenses, travel, minor equipment (Anders Jahre Foundation, Nansen
foundation a.o.)



ORGANIZATION OF CONFERENCES AND RESEARCH COURSES

Member of organizing committee for three international microbiology conferences (ETOX
2011, BACELL 2008, BACILLUS-ACT 2007) and three international microbial genomics work-
shops (Workshop on Microbial Comparative and Functional Genomics; 2003, 2004, 2006)

SCIENCE COMMUNICATION

Nation-wide radio: NRK P2, Ekko: two programs in 2011

Nation-wide television: NRK1, Schroédingers Katt (2003)

Newspaper and science communication journal contributions (Nettavisen, NFT, NBS-nytt),
Annual oral presentations at Open Day for Teachers (Univ. Oslo, 2001-2003), Presentations
at National research fares (Forskningstorget, UngForsk; 2001-2003)

OTHER ACTIVITIES

Member of Steering group for BACELL — Organization for Bacillus research in Europe
(2013-present)

Vice-head of CIME - Center for Microbial Evolution — 'Endringsmiljg’, MN Faculty, UiO
(2014-present)

Deputy member, School of Pharmacy Board (2009-present)

Member of Committee for administration of PhD-studies, School of Pharmacy (2009-
present)

Co-founder / vice-head of the Laboratory for Microbial Dynamics (LaMDa) — prioritized
research area at the Faculty of Mathematics and Natural Sciences, University of Oslo (2007-
present)

Deputy board member of EMBIO (now MLS) - Steering board for research in molecular life
sciences at the University of Oslo (2007-2009)

Teaching microbiology, biochemistry, and cell biology at the School of Pharmacy, University
of Oslo (2005-present) and the National PhD School in Pharmacy (2013-present)



